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Figure S3. Gene structure ,conserved domain and protein motif of the SRPP/REF gene family in
Taraxacum kok-saghyz.(A)The phylogenetic tree was constructed based on the full-length sequences of
TkSRPP/REF proteins.(B)Conserved motifs of TkSRPP/REF proteins. Motifs with specific colors can be
found on the respective TkSRPP/REF proteins. The order of the motifs corresponds to their position
within individual protein sequences.(C)Conserved TkSRPP/REF domains.(D)The intron-exon
organizations of Tk<SRPP/REF genes. Yellow boxes indicate UTR; green boxes indicate CDS;black lines

indicate introns.



